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Abstract:Varicella-zoster virus (VZV), double strand,recrudesces to the α-herpesvirus 

familysimilarlyidentified as human herpesvirus 3 (HHV3). Hereditarily, it is constant and is 

bifurcates into numerous genotypes founded upon the hereditarydifferences. The genotypes of 

herpes zoster virus (HZV) arenot studied in Iraq. 

HZV infection is a sorerinternationalillness(55)adult patients with herpes zoster 

wereconfirmed for the existence of herpes-zoster virus(HZV) antibodies. All samples were 

assayed by real-time polymerase chain reaction(RT-PCR) for the exist of (HZV)  

DNA.Thepresence of anti -HZV antibody were detected byenzyme linked immunosorbent 

assay (ELISA) in 4 acute (7%) and22 recover (40%) zoster sera. VZV DNA was detected by 

PCR in 23 (41.8 %) acute zostersera and was shorter detectable in the recover patients. 
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